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I domass spectrometry based proteomics research, including discovery and validation of protein biomarkers
in clinical samples. Collaborations with clinicians, mass spectrometry experts and bioinformaticians.

Research Proficiency
Wet lab
CELL CULTURE WORK, ANiMAL HANDLiNG AND CLiNiCAL SAMPLES, CELL & TiSSUE SAMPLE LYSiS, SDS‑PAGE ELECTROPHORESiS
(1D, 2D) AND WESTERN BLOTTiNG

High throughput proteomics
TRYPSiN DiGESTiON, iMMUNODEPLETiON OF SERUM &/OR PLASMA SAMPLES, LABEL FREE QUANTiFiCATiON (DIA AND DDA
BASED), iSOBARiC LABELiNG, OFF‑LiNE HiGH PH FRACTiONATiON, PTMS ENRiCHMENT, iMMUNOPRECiPiTATiON EXPERiMENTS
AND TARGETED PROTEOMiCS MEASUREMENTS

Mass spectrometry
OPERATiON AND TROUBLESHOOTiNG OF A RANGE OF iNSTRUMENTS LTQ ORBiTRAP VELOS PRO, Q EXACTiVE SERiES, ORBiTRAP
EXPLORiS 480 MASS SPECTROMETER, TSQ VANTAGE (ALL FROM THERMO SCiENTiFiC), TiMSTOF PRO (BRUKER),
MALDI‑TOF‑MS (APPLiED BiOSYSTEM)

Mass spectrometry informatics tools
XCALiBUR, PROTEOME DiSCOVERER (THERMO SCiENTiFiC), BRUKER TiMSCONTROL AND COMPASS HYSTAR, MAXQUANT AND
PERSEUS, PROGENESiS, SKYLiNE, INFERNORDN, FRAGPiPE, SPECTRONAUT (BiOGNOSYS) AND DIA‑NN

Chromatography instrumentation
EASY NLC SERiES (THERMO SCiENTiFiC), EVOSEP ONE

Automation platform
SP100 AUTOMATiON iNSTRUMENT (HAMiLTON ROBOT), BiOMEK i‑SERiES AUTOMATED WORKSTATiON

Language and softwares
R, PYTHON, MACHiNE LEARNiNG, JUPYTER ENViORNMENT, OMiCS DATA, CYTOSCAPE AND INGENUiTY PATHWAY ANALYSiS

Employment
Associate Biomedical Scientist Los Angeles ‑ USA
CEDARS‑SiNAi PRECiSiON BiOMARKER LABORATORiES February 2023 –> June 2024
• Applying mass spectrometry based proteomics technlogy to study the complexity of proteome
• Client facing role

Postdoctoral Researcher Odense ‑ Denmark
PROTEiN RESEARCH GROUP, DEPARTMENT OF BiOCHEMiSTRY AND MOLECULAR BiOLOGY, UNiVERSiTY OF SOUTHERN DENMARK January 2020 –> December 2022
• Development of a post‑translational modification (Cysteine, N‑linked glycosylated and phospho modified) specific biomarkers discovery plat‑
form for the diagnosis of disease

• Analysis of PTMomics data to identify candidate plasma biomarkers to stratify ovarian cancer patients
• Supervise and work with technician and PhD students
• Work presentation internally and to the collaborators and, report writing

Postdoctoral Researcher Turku ‑ Finland
UNiVERSiTY OF TURKU ‑ TURKU BiOSCiENCE November 2018 –> December 2019
• Serum proteomics measurements to compare the effects of nutrition supplementation in infancy and, child and mother proteome correlation
• Analyzed temporal serum proteomes of celiac disease (CD) developing children
• Conducted the interactomics measurements and data analysis for several trasnscription factors of T cells
• Designed and presented practical courses on proteomics data analysis

Project Assistant Pune ‑ India
NATiONAL CHEMiCAL LABORATORY November 2009 –> December 2011
• Proteomics laboratory work including protein extraction, digestion and cleanup, SDS‑PAGE, MS analysis of glycated proteins, oligonulceotides
and small molecules
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Lecturer Pune ‑ India
JSPMS JSCOPR AFFiLiATED TO UNiVERSiTY OF PUNE July 2008 –> November 2009
• Taught theory and practicals for pharmaceutical biochemistry and pharmaceutical analysis to the bachelor of pharmacy students
• Supervised undergraduate pharmacy students
• Graded course assignments and examinations

Education
PhD Turku ‑ Finland
UNiVERSiTY OF TURKU (TURKU BiOSCiENCE) 2012 –> 2018
• Developed quantitative proteomicsmethodology for the analysis of human serum samples, including immunoaffinity depletion, protein diges‑
tion, isobaric labelling, label free quantification, offline‑SCX fractionation, LC‑MS/MS and data analysis

• Developed targeted SRM‑LC‑MSmethods to monitor multiple protein targets
• Cellular proteomic analyses of Th17 and iTreg cells frommouse and human
• Teaching experience in proteomics data analysis (presented at a national meeting, 2017)

Master of Pharmacy (Pharmaceutical Chemistry) Jodhpur ‑ India
RAJASTHAN UNiVERSiTY OF HEALTH SCiENCES (LACHOO MEMORiAL COLLEGE OF SCiENCE & TECHNOLOGY) 2005 –> 2008

Bachelor of Pharmacy Shirur ‑ Pune
UNiVERSiTY OF PUNE (SiTABAi THiTE COLLEGE OF PHARMACY) 2001 –> 2005

Awards
Doctoral dissertation award Turku ‑ Finland
AWARDED WiTH EUR 5000 FROM ORiON PHARMA 2018

Doctoral dissertation award Turku ‑ Finland
AWARDED WiTH EUR 5000 FROM THE MAUD KUiSTiLA MEMORiAL FOUNDATiON 2018

Travel grant Turku ‑ Finland
AWARDED WiTH EUR 500 TO ATTEND COMPUTATiONAL PROTEOMiCS COURSE AT ETH ZURiCH FROM TURKU CENTRE FOR
SYSTEM BiOLOGY

2015

Research grant Turku ‑ Finland
AWARDED WiTH EUR 3500 FROM HOSPiTAL DiSTRiCT OF SOUTHWEST FiNLAND & TURKU CiTY 2014

Dr. Ashok B. Vaidya prize Mumbai ‑ India
SECURED FiRST POSiTiON iN AN ORAL SESSiON (6 MiNUTE COMPETiTiON) ORGANiZED BY SOUTH ASiAN CHAPTER OF AMERiCAN
COLLEGE OF CLiNiCAL PHARMACOLOGY

2009

Publications
Serum proteomics of mother‑infant dyads carrying HLA‑conferred type 1 diabetes risk iScience
BHOSALE SD, MOULDER R, SUOMi T, RUOHTULA T, HONKANEN J, ViRTANEN SV, ILONEN J, ELO LL, KNiP M, LAHESMAA R 2024

HIC1 interacts with FOXP3multi protein complex: novel pleiotropic mechanisms to
regulate human regulatory T cell differentiation and function Immunol Lett

ANDRABi SBA, BATKULWAR K, BHOSALE SD, MOULDER R, KHAN MH, BUCHACHER T, KHAN MM, ARNKiL I, RASOOL O, MARSON
A, KALiM UU, LAHESMAA R

2023

Serum APOC1 levels are decreased in young autoantibody positive children who rapidly
progress to type 1 diabetes Sci Rep

HiRVONEN MK, LiETZÉN N, MOULDER R, BHOSALE SD, KOSKENNiEMi J, VÄHÄ‑MÄKiLÄ M, NURMiO M, OREŠiČ M, ILONEN J,
TOPPARi J, VEiJOLA R, HYÖTY H, LÄHDESMÄKi H, KNiP M, CHENG L, LAHESMAA R

2023

Cardiovascular‑related proteomic changes in ECFCs exposed to the serum of COVID‑19
patients Int J Biol Sci

BELTRÁN‑CAMACHO L, BHOSALE SD, SÁNCHEZ‑MORiLLO D, SÁNCHEZ‑GOMAR I, ROJAS‑TORRES M, ESLAVA‑ALCÓN S,
MARTíNEZ‑TORiJA M, RUiZ DE INFANTE MA, NiETO‑MARTíN MD, RODRíGUEZ‑IGLESiAS MA, MORENO JA, BERROCOSO E,
LARSEN MR, MORENO‑LUNA R, CARMEN DURÁN‑RUiZ M

2023
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A systematic comparison of FOSL1, FOSL2 and BATF‑mediated transcriptional regulation
during early human Th17 differentiation Nucleic Acids Res

SHETTY A, TRiPATHi SK, JUNTTiLA S, BUCHACHER T, BiRADAR R, BHOSALE SD, ENVALL T, LAiHO A, MOULDER R, RASOOL O,
GALANDE S, ELO LL AND LAHESMAA R

2022

Phosphoproteomics: Methods and Challenges Reference Module in Life Sciences
KANG T, BHOSALE S, EDWARDS A, LARSEN MR 2022

HDL proteome remodeling associates with COVID‑19 severity J Clin Lipidol
SOUZA JUNiOR DR, SiLVA ARM, ROSA‑FERNANDES L, REiS LR, ALEXANDRiA G, BHOSALE SD, GHiLARDi FR, DALÇÓQUiO TF,
BERTOLiN AJ, NiCOLAU JC, MARiNHO CRF, WRENGER C, LARSEN MR, SiCiLiANO RF, Di MASCiO P, PALMiSANO G, RONSEiN GE

2021

Interactome Networks of FOSL1 and FOSL2 in Human Th17 Cells ACS Omega
SHETTY A, BHOSALE SD, TRiPATHi SK, BUCHACHER T, BiRADAR R, RASOOL O, MOULDER R, GALANDE S, LAHESMAA R 2021

CIP2A Constrains Th17 Differentiation by Modulating STAT3 Signaling iScience
KHAN MM, ULLAH U, KHAN MH, KONG L, MOULDER R, VÄLiKANGAS T, BHOSALE SD, KOMSi E, RASOOL O, CHEN Z, ELO LL,
WESTERMARCK J, LAHESMAA R

2020

Protein interactome of the Cancerous Inhibitor of protein phosphatase 2A (CIP2A) in
Th17 cells Current Research in Immunology

KHAN MM, VÄLiKANGAS T, KHAN MH, MOULDER R, ULLAH U, BHOSALE SD, KOMSi E, BUTT U, QiAO X, WESTERMARCK J, ELO LL
& LAHESMAA R

2020

Quantitative Proteomics Reveals the Dynamic Protein Landscape during Initiation of
Human Th17 Cell Polarization iScience

TRiPATHi SK, VÄLiKANGAS T, SHETTY A, KHAN MM, MOULDER R, BHOSALE SD, KOMSi E, SALO V, DE ALBUQUERQUE RS,
RASOOL O, GALANDE S, ELO LL, LAHESMAA R

2019

Serum Proteomic Profiling to Identify Biomarkers of Premature Carotid Atherosclerosis Sci Rep
BHOSALE SD, MOULDER R, VENÄLÄiNEN MS, KOSKiNEN JS, PiTKÄNEN N, JUONALA M, KÄHÖNEN M, LEHTiMÄKi T, ViiKARi J,
ELO LL, GOODLETT DR, LAHESMAA R, RAiTAKARi OT

2018

Quantitative proteomic characterization and comparison of T helper 17 and induced
regulatory T cells PLos Biol

MOHAMMAD I, NOUSiAiNEN K, BHOSALE SD, STARSKAiA I, MOULDER R, ROKKA A, CHENG F, MOHANASUNDARAM P, ERiKSSON
JE, GOODLETT DR, LÃ¤HDESMÃ¤Ki H, CHEN Z

2018

Analysis of the plasma proteome using iTRAQ and TMT‑based Isobaric labeling Mass Spectrom Rev
MOULDER R, BHOSALE SD, GOODLETT DR, LAHESMAA R 2018

Mass Spectrometry‑Based Serum Proteomics for Biomarker Discovery and Validation Methods Mol Biol
BHOSALE SD, MOULDER R, KOUVONEN P, LAHESMAA R, GOODLETT DR 2017

The progress and potential of proteomic biomarkers for type 1 diabetes in children Expert Rev Proteomics
MOULDER R, BHOSALE SD, LAHESMAA R, GOODLETT DR 2017

Serum proteomes distinguish children developing type 1 diabetes in a cohort with
HLA‑conferred susceptibility Diabetes

MOULDER R, BHOSALE SD, ERKKiLÄ T, LAAJALA E, SALMi J, NGUYEN EV, KALLiONPÄÄ H, MYKKÄNEN J, VÄHÄ‑MÄKiLÄ M, HYÖTY
H, VEiJOLA R, ILONEN J, SiMELL T, TOPPARi J, KNiP M, GOODLETT DR, LÄHDESMÄKi H, SiMELL O, LAHESMAA R

2015

Proteomewide reduction in AGEmodification in streptozotocin induced diabetic mice by
hydralazinemediated transglycation Sci Rep

KESAVAN SK, BHAT S, GOLEGAONKAR SB, JAGADEESHAPRASAD MG, DESHMUKH AB, PATiL HS, BHOSALE SD, SHAiKH ML,
THULASiRAM HV, BOPPANA R, KULKARNi MJ

2013

Zoom‑ln A targeted database search for identification of glycationmodifications
analyzed by untargeted tandemmass spectrometry Eur J Mass Spectrom (Chichester)

BHONSLE HS, KORWAR AM, KESAVAN SK, BHOSALE SD, BANSODE SB, KULKARNi MJ 2012

Comparative and chemical proteomic approaches reveal gatifloxacin deregulates
enzymes involved in glucosemetabolism J Toxicol Sci

SURESH KK, BHOSALE SD, THULASiRAM HV, KULKARNi MJ 2011

JULY 2024 SANTOSH BHOSALE · CV 3



Patent Applications
Means andmethods for determining risk of type‑1 diabetes by serumprotein biomarkers Europe & USA
MOULDER R, BHOSALE SD, GOODLETT D, LÄHDESMÄKi H, SiMELL S, LAHESMAA R
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